The HPV genotype identified in each sample was coded accordingly: HPV undetected (0), not classifiable (1), possibly carcinogenic (2), and carcinogenic (3). The quantified promoter methylation value (%) of ZNF582 gene at CpG-position 3 of each sample was binarized accordingly: <1.1 (0), ≥1.1 (1).
c The margin is the predicted probability for the outcome of interest based on representative values from each predictor variable. The margins (in bold) are the positive outcome or "classification threshold" probabilities used for classification of outcomes and the evaluation of diagnostic test performance. The classification threshold is estimated by using the maximum sum of sensitivity and specificity (Youden's index).
